UniprotKB Entry name organism full oglcnacscore °9 lcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi plasma extt"acellular
1D name sites sites reticulum apparatus membrane [region
QI96NG8 ZN582 HUMAN |Homo Zinc 18.379595 NaN NaN 30379171 MSLGSELFRDVAIVFSQEEWQWLAP (None None None [None None None None None None
sapiens finger AQRDLYRDVMLETYSNLVSLGLAVS
protein KPDVISFLEQGKEPWMVERVVSGGL
582 CPVLESRYDTKELFPKQHVYEVESP

QWEIMESLTSYGLECSSFQDDWEC
RNQFDRQQGNPDRHFHQMIIRHEE
MPTFDQHASLTFYQKIHTREKPFGY
NKCRKDFWQKELLINHQGIYTNEKP
YKCKECGKAFKYGSRLIQHENIHSG
KKPYECKECGKAFNSGSNFIQHQRV
HTGEKPYECKDCEKAFSRSSQLIEH
QRTHTGEKPYQCKECGKAFNRISHL
KVHYRIHTGEKPYACKECGKTFSHR
SQLIQHQTVHTGRKLYECKECGKAF
NQGSTLIRHQRIHTGEKPYECKVCG
KAFRVSSQLKQHQRIHTGEKPYQCK
VCGRAFKRVSHLTVHYRIHTGEKPY
ECKECGKAFSHCSQLIHHQVIHTEK
KPYEYKECEKTLSHDSTTVQPQRMH
NRETHVNIINVEKPSISSYPLLIIREF
MLASNHMNGSNGESPLA




