}J];l iprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl"acellular
sites sites reticulum apparatus membrane region
Q96PL5 ERMAP _HUMAN [Homo Erythroid [28.275761 NaN S418 39894887 MEMASSAGSWLSGCLIPLVFLRLSV (True True 4.356 |1.484 [1.686 1.86 4.219 5.0 2.375
sapiens membrane- HVSGHAGDAGKFHVALLGGTAELLC
associated PLSLWPGTVPKEVRWLRSPFPQRSQ
protein AVHIFRDGKDQDEDLMPEYKGRTVL

VRDAQEGSVTLQILDVRLEDQGSYR
CLIQVGNLSKEDTVILQVAAPSVGSL
SPSAVALAVILPVLVLLIMVCLCLIWK
QRRAKEKLLYEHVTEVDNLLSDHAK
EKGKLHKAVKKLRSELKLKRAAANS
GWRRARLHFVAVTLDPDTAHPKLIL
SEDQRCVRLGDRRQPVPDNPQRFD
FVVSILGSEYFTTGCHYWEVYVGDK
TKWILGVCSESVSRKGKVTASPANG
HWLLRQSRGNEYEALTSPQTSFRLK
EPPRCVGIFLDYEAGVISFYNVTNKS
HIFTFTHNFSGPLRPFFEPCLHDGG
KNTAPLVICSELHKSEESIVPRPEGK
GHANGDVSLKVNSSLLPPKAPELKD
IILSLPPDLGPALQELKAPSF




