UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion eru!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q96PU4 UHRF2_HUMAN |Homo E3 21.366884 NaN S667 28510447 IMWIQVRTIDGSKTCTIEDVSRKATIE |None None None |[None None None None None None
sapiens [ubiquitin- ELRERVWALFDVRPECQRLFYRGKQ
protein LENGYTLFDYDVGLNDIIQLLVRPDP
ligase DHLPGTSTQIEAKPCSNSPPKVKKAP
UHRF2 RVGPSNQPSTSARARLIDPGFGIYKV

NELVDARDVGLGAWFEAHIHSVTRA
SDGQSRGKTPLKNGSSCKRTNGNIK
HKSKENTNKLDSVPSTSNSDCVAAD
EDVIYHIQYDEYPESGTLEMNVKDL
RPRARTILKWNELNVGDVVMVNYN
VESPGQRGFWFDAEITTLKTISRTKK
ELRVKIFLGGSEGTLNDCKIISVDEIF
KIERPGAHPLSFADGKFLRRNDPEC
DLCGGDPEKKCHSCSCRVCGGKHE
PNMQLLCDECNVAYHIYCLNPPLDK
IVPEEEYWYCPSCKTDSSEVVKAGER
LKMSKKKAKMPSASTESRRDWGRG
MACVGRTRECTIVPSNHYGPIPGIPV
GSTWRFRVQVSEAGVHRPHVGGIH
GRSNDGAYSLVLAGGFADEVDRGDE
FTYTGSGGKNLAGNKRIGAPSADQT
LTNMNRALALNCDAPLDDKIGAESR
NWRAGKPVRVIRSFKGRKISKYAPEE
GNRYDGIYKVVKYWPEISSSHGFLV
WRYLLRRDDVEPAPWTSEGIERSRR
LCLRLQYPAGYPSDKEGKKPKGQSK
KQPSGTTKRPISDDDCPSASKVYKAS
DSAEAIEAFQLTPQQQHLIREDCQN
QKLWDEVLSHLVEGPNFLKKLEQSF
MCVCCQELVYQPVTTECFHNVCKD
CLQRSFKAQVFSCPACRHDLGQNYI
MIPNEILQTLLDLFFPGYSKGR




