}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac phosp ylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi
name sites reticulum |apparal
Q96PU5 NED4L_HUMAN Homo E3 30.002219 S256;T453|S312;T318;S342;T367;5446;5448;S |34725712;28657654;30169966;372 [MATGLGEPVYGLSEDEGESRILRVK (True False 4.484 |4.328 |False False 3.0
sapiens  [ubiquitin- 449;5464;5475;5S479;5483;5487 17939;40596516;29351928 IVVSGIDLAKKDIFGASDPYVKLSLYV

protein IADENRELALVQTKTIKKTLNPKWNE

ligase EFYFRVNPSNHRLLFEVFDENRLTR

NEDD4- DDFLGQVDVPLSHLPTEDPTMERPY

like

TFKDFLLRPRSHKSRVKGFLRLKMA
YMPKNGGQDEENSDQRDDMEHGW
EVVDSNDSASQHQEELPPPPLPPGW
EEKVDNLGRTYYVNHNNRTTQWHR
PSLMDVSSESDNNIRQINQEAAHRR
FRSRRHISEDLEPEPSEGGDVPEPW
ETISEEVNIAGDSLGLALPPPPASPGS
RTSPQELSEELSRRLQITPDSNGEQF
SSLIQREPSSRLRSCSVTDAVAEQGH
LPPPSAPAGRARSSTVTGGEEPTPSV
IAYVHTTPGLPSGWEERKDAKGRTYY
IVNHNNRTTTWTRPIMQLAEDGASG
SATNSNNHLIEPQIRRPRSLSSPTV
LSAPLEGAKDSPVRRAVKDTLSNPQ
SPQPSPYNSPKPQHKVTQSFLPPGW
EMRIAPNGRPFFIDHNTKTTTWEDP
RLKFPVHMRSKTSLNPNDLGPLPPG
WEERIHLDGRTFYIDHNSKITQWED
PRLOQNPAITGPAVPYSREFKQKYDYF
RKKLKKPADIPNRFEMKLHRNNIFE
ESYRRIMSVKRPDVLKARLWIEFESE
KGLDYGGVAREWFFLLSKEMFNPYY
GLFEYSATDNYTLQINPNSGLCNED
HLSYFTFIGRVAGLAVFHGKLLDGFF
IRPFYKMMLGKQITLNDMESVDSEY
'YNSLKWILENDPTELDLMFCIDEEN
FGQTYQVDLKPNGSEIMVTNENKRE
'YIDLVIQWRFVNRVQKQMNAFLEGF
TELLPIDLIKIFDENELELLMCGLGD
IVDVNDWRQHSIYKNGYCPNHPVIQ
WFWKAVLLMDAEKRIRLLQFVTGTS
RVPMNGFAELYGSNGPQLFTIEQW
GSPEKLPRAHTCFNRLDLPPYETFE
DLREKLLMAVENAQGFEGVD




