UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi [plasma extr_acell

ID name sites reticulum |apparatus membrane region

Q96Q42 IALS2_HUMAN |[Homo Alsin [24.465533 NaN S465;S466;5483;5492;T510;S1335(34019948;39894887 MDSKKRSSTEAEGSKERGLVHIWQA [True False 5.0 5.0 False False False False False
sapiens GSFPITPERLPGWGGKTVLQAALGV

KHGVLLTEDGEVYSFGTLPWRSGPV
EICPSSPILENALVGQYVITVATGSFH
SGAVTDNGVAYMWGENSAGQCAVA
NQQYVPEPNPVSIADSEASPLLAVRI
LQLACGEEHTLALSISREIWAWGTG
CQLGLITTAFPVTKPQKVEHLAGRVV
LQVACGAFHSLALVQCLPSQDLKPV
PERCNQCSQLLITMTDKEDHVIISDS
HCCPLGVTLTESQAENHASTALSPS
TETLDRQEEVFENTLVANDQSVATE
LNAVSAQITSSDAMSSQQNVMGTTE
ISSARNIPSYPDTQAVNEYLRKLSDH
SVREDSEHGEKPVPSQPLLEEAIPNL
HSPPTTSTSALNSLVVSCASAVGVRV
AATYEAGALSLKKVMNFYSTTPCET
GAQAGSSAIGPEGLKDSREEQVKQE
SMQGKKSSSLVDIREEETEGGSRRL
SLPGLLSQVSPRLLRKAARVKTRTVV
LTPTYSGEADALLPSLRTEVWTWGK
GKEGQLGHGDVLPRLQPLCVKCLDG
KEVIHLEAGGYHSLALTAKSQVYSW
GSNTFGQLGHSDFPTTVPRLAKISSE
NGVWSIAAGRDYSLFLVDTEDFQPG
LYYSGRQDPTEGDNLPENHSGSKTP
'VLLSCSKLGYISRVTAGKDSYLALVD
KNIMGYIASLHELATTERRFYSKLSD
IKSQILRPLLSLENLGTTTTVQLLQEV
ASRFSKLCYLIGQHGASLSSFLHGVK
EARSLVILKHSSLFLDSYTEYCTSITN
FLVMGGFQLLAKPAIDFLNKNQELL
QDLSEVNDENTQLMEILNTLFFLPIR
RLHNYAKVLLKLATCFEVASPEYQK
LQDSSSCYECLALHLGRKRKEAEYT
LGFWKTFPGKMTDSLRKPERRLLCE
SSNRALSLQHAGRFSVNWFILFNDA
LVHAQFSTHHVFPLATLWAEPLSEE
AGGVNGLKITTPEEQFTLISSTPQEK
TKWLRAISQAVDQALRGMSDLPPYG
SGSSVQRQEPPISRSAKYTFYKDPRL
KDATYDGRWLSGKPHGRGVLKWPD
GKMYSGMFRNGLEDGYGEYRIPNK
AMNKEDHYVGHWKEGKMCGQGVY
SYASGEVFEGCFQDNMRHGHGLLR
SGKLTSSSPSMFIGQWVMDKKAGYG
VFDDITRGEKYMGMWQDDVCQGN
GVVVTQFGLYYEGNFHLNKMMGNG
VLLSEDDTIYEGEFSDDWTLSGKGTL
TMPNGDYIEGYFSGEWGSGIKITGTY
FKPSLYESDKDRPKVFRKLGNLAVP
ADEKWKAVFDECWRQLGCEGPGQG
EVWKAWDNIAVALTTSRRQHRDSPE
ILSRSQTQTLESLEFIPQHVGAFSVE
KYDDIRKYLIKACDTPLHPLGRLVET
LVAVYRMTYVGVGANRRLLQEAVKE
IKSYLKRIFQLVRFLFPELPEEGSTIP
LSAPLPTERKSFCTGKSDSRSESPEP
GYVVTSSGLLLPVLLPRLYPPLFMLY
ALDNDREEDIYWECVLRLNKQPDIA
LLGFLGVQRKFWPATLSILGESKKVL
PTTKDACFASAVECLQQISTTFTPSD
KLKVIQQTFEEISQSVLASLHEDFLW
SMDDLFPVFLYVVLRARIRNLGSEV
HLIEDLMDPYLQHGEQGIMFTTLKA
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