TDPAPCSTSGVTAGLTKLTTRKDNY
NAEREFLQGATITEACDGSDDIFGLS
TDSLSRLRSPSVLEVREKGYERLKEE
LAKAQRELKLKDEECERLSKVRDQL
GQELEELTASLFEEAHKMVREANIK
QATAEKQLKEAQGKIDVLQAEVAAL
KTLVLSSSPTSPTQEPLPGGKTPFKK
GHTRNKSTSSAMSGSHQDLSVIQPI
VKDCKEADLSLYNEFRLWKDEPTM
DRTCPFLDKIYQEDIFPCLTFSKSEL
IASAVLEAVENNTLSIEPVGLQPIRFV
KASAVECGGPKKCALTGQSKSCKHR
IKLGDSSNYYYISPFCRYRITSVCNFF
TYIRYIQQGLVKQQDVDQMFWEVM

QLRKEMSLAKLGYFKEEL

}Jl;l iprotkB Entry name organism [full name |oglcnacscore oplcnac iphosphorylation sites PMIDS sequence extracellular |cytosol [nucleus mitochndrion en(.ioplasmlc golgi \plasnia extr.acellu
sites reticulum pparatus ane region
Q96QF0 RAB3I_HUMAN [Homo Rab-3A-  [18.419428 NaN S163;5263;5266;5288;5296 (30379171;23301498 MGLKKMKGLSYDEAFAMANDPLEG None None [None None None None None None
sapiens interacting FHEVNLASPTSPDLLGVYESGTQEQ
protein TTSPSVIYRPHPSALSSVPIQANALDV
SELPTQPVYSSPRRLNCAEISSISFHV




