UniprotKB Entry name |organism full oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi plasma ex

ID name sites reticulum |apparatus membrane re

Q96QU8  [XPO6_HUMAN Homo Exportin-|24.685143 NaN S199;T201;T204;S208;S224|40914422;34019948;37217939 MASEEASLRALESLMTEFFHDCTTN |True True 4.603 [4.667 |1.027 0.882 0.997 4.464 0.¢
sapiens 6 ERKREIEELLNNFAQQIGAWRFCLY

FLSSTRNDYVMMYSLTVFENLINKM
WLGVPSQDKMEIRSCLPKLLLAHHK
TLPYFIRNKLCKVIVDIGRQDWPMFY
HDFFTNILQLIQSPVTTPLGLIMLKTT
SEELACPREDLSVARKEELRKLLLD
QVQTVLGLLTGILETVWDKHSVTAA
TPPPSPTSGESGDLLSNLLQSPSSAK
LLNQPIPILDVESEYICSLALECLAHL
FSWIPLSASITPSLLTTIFHFARFGCD
IRARKMASVNGSSQNCVSGQERGRL
GVLAMSCINELMSKNCVPMEFEEY
LLRMFQQTFYLLQKITKDNNAHTVK
SRLEELDESYIEKFTDFLRLFVSVHL
RRIESYSQFPVVEFLTLLFKYTFHQP
THEGYFSCLDIWTLFLDYLTSKIKSR
LGDKEAVLNRYEDALVLLLTEVLNRI
QFRYNQAQLEELDDETLDDDQQTE
WQRYLRQSLEVVAKVMELLPTHAFS
TLFPVLQDNLEVYLGLQQFIVTSGSG
HRLNITAENDCRRLHCSLRDLSSLL
QAVGRLAEYFIGDVFAARFNDALTV
VERLVKVTLYGSQIKLYNIETAVPSVL
KPDLIDVHAQSLAALQAYSHWLAQY
CSEVHRQNTQQFVTLISTTMDAITPL
ISTKVQDKLLLSACHLLVSLATTVRP
VFLISIPAVQKVFNRITDASALRLVDK
AQVLVCRALSNILLLPWPNLPENEQ
QWPVRSINHASLISALSRDYRNLKPS
AVAPQRKMPLDDTKLIIHQTLSVLED
IVENISGESTKSRQICYQSLQESVQV
SLALFPAFIHQSDVTDEMLSFFLTLF
RGLRVQMGVPFTEQIIQTFLNMFTR
EQLAESILHEGSTGCRVVEKFLKILQ
VVVQEPGQVFKPFLPSIIALCMEQVY
PIIAERPSPDVKAELFELLFRTLHHN
WRYFFKSTVLASVQRGIAEEQMENE
PQFSAIMQAFGQSFLQPDIHLFKQN
LFYLETLNTKQKLYHKKIFRTAMLFQ
FVNVLLQVLVHKSHDLLQEEIGIATY
NMASVDFDGFFAAFLPEFLTSCDGV
DANQKSVLGRNFKMDRDLPSFTQN

VHRLVNDLRYYRLCNDSLPPGTVKL




