UniprotKB Entry name organism full oglcnacscore O.gjlcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q96QV6 H2A1A_ HUMAN [Homo Histone |30.080585 NaN S2;T121 40914422;37217939 MSGRGKQGGKARAKSKSRSSRAGL (True False 1.349 |5.0 1.593 1.137 False 1.647 4.357
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