UniprotKB Entry name organism [full name loglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plas
ID sites reticulum |apparatus mer
Q96RR4 KKCC2_HUMAN [Homo Calcium/calmodulin- [26.569125 T56 S100;S114;S129;S133;S137;S495;S (28657654;23301498 MSSCVSSQPSSNRAAPQDELGGRGS (True False 4.876 [4.736 |2.697 2.431 1.657 2.37

sapiens

dependent protein
kinase kinase 2

511;8572;S522;S479

SSSESQKPCEALRGLSSLSIHLGMES
FIVVTECEPGCAVDLGLARDRPLEAD
GQEVPLDTSGSQARPHLSGRKLSLQ
ERSQGGLAAGGSLDMNGRCICPSLP
[YSPVSSPQSSPRLPRRPTVESHHVSI
TGMQDCVQLNQYTLKDEIGKGSYGV
IVKLAYNENDNTYYAMKVLSKKKLIR
QAGFPRRPPPRGTRPAPGGCIQPRGP
IEQVYQEIAILKKLDHPNVVKLVEVL
DDPNEDHLYMVFELVNQGPVMEVP
TLKPLSEDQARFYFQDLIKGIEYLHY
QKIITHRDIKPSNLLVGEDGHIKIADF
GVSNEFKGSDALLSNTVGTPAFMAP
ESLSETRKIFSGKALDVWAMGVTLY
CFVFGQCPFMDERIMCLHSKIKSQA
LEFPDQPDIAEDLKDLITRMLDKNPE
SRIVVPEIKLHPWVTRHGAEPLPSED
ENCTLVEVTEEEVENSVKHIPSLATV
ILVKTMIRKRSFGNPFEGSRREERSL
SAPGNLLTKKPTRECESLSELKEAR
QRRQPPGHRPAPRGGGGSALVRGSP
CVESCWAPAPGSPARMHPLRPEEA

MEPE




