UniprotKB Entry name organism full loglcnacscore o.glcnac phosphorylation sites PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion en(}oplasmlc golgi plasma extl:acellular
1D name sites reticulum apparatus membrane [region
Q96RU2 UBP28_HUMAN [Homo Ubiquitin 21.731224 NaN S67;S375;5550;S714;T1048 (23301498 MTAELQQDDAAGAADGHGSSCQML (True False 4.009 [4.789 [1.631 1.259 0.661 1.436 1.485
sapiens carboxyl- LNQLREITGIQDPSFLHEALKASNGD
terminal ITQAVSLLTDERVKEPSQDTVATEPS
hydrolase EVEGSAANKEVLAKVIDLTHDNKDD
28 LQAAIALSLLESPKIQADGRDLNRM

HEATSAETKRSKRKRCEVWGENPN
PNDWRRVDGWPVGLKNVGNTCWF
SAVIQSLFQLPEFRRLVLSYSLPQNV
LENCRSHTEKRNIMFMQELQYLFAL
MMGSNRKFVDPSAALDLLKGAFRS
SEEQQQDVSEFTHKLLDWLEDAFQ
LAVNVNSPRNKSENPMVQLFYGTFL
TEGVREGKPFCNNETFGQYPLQVNG
YRNLDECLEGAMVEGDVELLPSDHS
IVKYGQERWFTKLPPVLTFELSRFEF
NQSLGQPEKIHNKLEFPQIIYMDRY
MYRSKELIRNKRECIRKLKEEIKILQ
QKLERYVKYGSGPARFPLPDMLKYVI
EFASTKPASESCPPESDTHMTLPLSS
IVHCSVSDQTSKESTSTESSSQDVES
TEFSSPEDSLPKSKPLTSSRSSMEMP
SQPAPRTVTDEEINFVKTCLQRWRS
EIEQDIQDLKTCIASTTQTIEQMYCD
PLLRQVPYRLHAVLVHEGQANAGHY
IWAYIYNQPRQSWLKYNDISVTESSW
EEVERDSYGGLRNVSAYCLMYINDK
LPYFNAEAAPTESDQMSEVEALSVE
LKHYIQEDNWRFEQEVEEWEEEQS
CKIPQMESSTNSSSQDYSTSQEPSV
IASSHGVRCLSSEHAVIVKEQTAQAIA
NTARAYEKSGVEAALSEVMLSPAMQ
GVILAIAKARQTFDRDGSEAGLIKAF
HEEYSRLYQLAKETPTSHSDPRLQH
IVLVYFFQNEAPKRVVERTLLEQFAD
KNLSYDERSISIMKVAQAKLKEIGPD
DMNMEEYKKWHEDYSLFRKVSVYL
LTGLELYQKGKYQEALSYLVYAYQSN
IAALLMKGPRRGVKESVIALYRRKCLL
ELNAKAASLFETNDDHSVTEGINVM
NELIIPCIHLIINNDISKDDLDAIEVM
RNHWCSYLGQDIAENLQLCLGEFLP
RLLDPSAEIIVLKEPPTIRPNSPYDLC
SRFAAVMESIQGVSTVTVK




