UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus lmitochndrion enqoplasmlc golgi plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
Q96S06 LMF1 HUMAN Homo Lipase 23.686208 S5 NaN 35254053 MRPDSPTMAAPAESLRRRKTGYSDP |False False 1.283 [1.265 1.201 3.736 1.112 3.394 2.142
sapiens maturation EPESPPAPGRGPAGSPAHLHTGTFW
factor 1 LTRIVLLKALAFVYFVAFLVAFHQNK

QLIGDRGLLPCRVFLKNFQQYFQDR
TSWEVFSYMPTILWLMDWSDMNS
NLDLLALLGLGISSFVLITGCANMLL
MAALWGLYMSLVNVGHVWYSFGW
ESQLLETGFLGIFLCPLWTLSRLPQH
TPTSRIVLWGFRWLIFRIMLGAGLIKI
RGDRCWRDLTCMDFHYETQPMPNP
IVAYYLHHSPWWFHRFETLSNHFIEL
LVPFFLFLGRRACIIHGVLQILFQAVL
IVSGNLSFLNWLTMVPSLACFDDAT
LGFLFPSGPGSLKDRVLQMQRDIRG
IARPEPRFGSVVRRAANVSLGVLLAW
LSVPVVLNLLSSRQVMNTHFNSLHI
IVNTYGAFGSITKERAEVILQGTASSN
IASAPDAMWEDYEFKCKPGDPSRRP
CLISPYHYRLDWLMWFAAFQTYEH
NDWITHLAGKLLASDAEALSLLAHN
PFAGRPPPRWVRGEHYRYKFSRPGG
RHAAEGKWWVRKRIGAYFPPLSLEE

LRPYFRDRGWPLPGPL




