}Jl;l iprotKB Entry name |organism |full name |oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma ©
sites sites reticulum |apparatus membrane [r
Q96S52 PIGS_HUMAN [Homo GPI-anchor [23.84538 'T368;S372 [NaN 40596516;38665916;34846842;409 [MAAAGAAATHLEVARGKRAALFFAA [False True False |False 0.537 5.0 False 1.924 0
sapiens transamidase 14422;35254053;30059200;285104 (VAIVLGLPLWWKTTETYRASLPYSQI
component 47 SGLNALQLRLMVPVTVVFTRESVPL
PIGS DDQEKLPFTVVHEREIPLKYKMKIKC

RFQKAYRRALDHEEEALSSGSVQEA
EAMLDEPQEQAEGSLTVYVISEHSS
LLPQDMMSYIGPKRTAVVRGIMHRE
IAFNIIGRRIVQVAQAMSLTEDVLAAA
LADHLPEDKWSAEKRRPLKSSLGYE
ITFSLLNPDPKSHDVYWDIEGAVRRY
IVQPFLNALGAAGNFSVDSQILYYAM
LGVNPRFDSASSSYYLDMHSLPHVI
NPVESRLGSSAASLYPVLNFLLYVPE
LAHSPLYIQDKDGAPVATNAFHSPR
WGGIMVYNVDSKTYNASVLPVRVEV
DMVRVMEVFLAQLRLLFGIAQPQLP
PKCLLSGPTSEGLMTWELDRLLWAR
SVENLATATTTLTSLAQLLGKISNIVI
KDDVASEVYKAVAAVQKSAEELASG
HLASAFVASQEAVTSSELAFFDPSLL
HLLYFPDDQKFAIYIPLFLPMAVPILL
SLVKIFLETRKSWRKPEKTD




