}Jl;l iprotKB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma
sites sites reticulum |apparatus membrane
Q96S97 MYADM_HUMAN [Homo Myeloid- 16.739287 T14;S22 (S22 34725712;38665916;34019948;403 |MPVIVTRTTITTTTTSSSGLGSPMIV |False True False [1.653 |False False False 5.0
sapiens |associated 07207 GSPRALTQPLGLLRLLQLVSTCVAFS
differentiation LVASVGAWTGSMGNWSMFTWCFC
marker FSVTLIILIVELCGLQARFPLSWRNFP

ITFACYAALFCLSASIIYPTTYVQFLS
HGRSRDHAIAATFFSCIACVAYATEV
AWTRARPGEITGYMATVPGLLKVLE
TFVACIIFAFISDPNLYQHQPALEWC
'VAVYAICFILAAIAILLNLGECTNVLPI
PFPSFLSGLALLSVLLYATALVLWPL
'YQFDEKYGGQPRRSRDVSCSRSHAY
'YVCAWDRRLAVAILTAINLLAYVADL
VHSAHLVFVKV




