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D Entry name |organism name oglcnacscore sites phosphorylation sites PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion reticulum lapparatus|membraneregion
Q96SB3 NEB2_HUMAN Homo Neurabin-|21.366884 NaN S15;517;S94;S100;S116;S192;T193; 28510447 MMKTEPRGPGGPLRSASPHRSAYEA [True True 1.48 4.356  [1.419 1.408 0.98 5.0 1.56
sapiens 2 S205;T207;S438;S658 GIQALKPPDAPGPDEAPKGAHHKKY

GSNVHRIKSMFLQMGTTAGPSGEA
GGGAGLAEAPRASERGVRLSLPRAS
SLNENVDHSALLKLGTSVSERVSRF
DSKPAPSAQPAPPPHPPSRLQETRKL
FERSAPAAAGGDKEAAARRLLRQER
IAGLQDRKLDVVVRFNGSTEALDKLD
ADAVSPTVSQLSAVFEKADSRTGLH
RGPGLPRAAGVPQVNSKLVSKRSRV
FQPPPPPPPAPSGDAPAEKERCPAG
QQPPQHRVAPARPPPKPREVRKIKPV
EVEESGESEAESAPGEVIQAEVTVHA
IALENGSTVATAASPAPEEPKAQAAPE
KEAAAVAPPERGVGNGRAPDVAPEE
IVDESKKEDFSEADLVDVSAYSGLGE
DSAGSALEEDDEDDEEDGEPPYEPE
SGCVEIPGLSEEEDPAPSRKIHFSTA
PIQVFSTYSNEDYDRRNEDVDPMAA
SAEYELEKRVERLELFPVELEKDSEG
LGISIIGMGAGADMGLEKLGIFVKTV
TEGGAAHRDGRIQVNDLLVEVDGTS
LVGVTQSFAASVLRNTKGRVRFMIG
RERPGEQSEVAQLIQQTLEQERWQR
EMMEQRYAQYGEDDEETGEYATDE
DEELSPTFPGGEMAIEVFELAENED
IALSPVDMEPEKLVHKFKELQIKHAV
TEAEIQQLKRKLQSLEQEKGRWRVE
KAQLEQSVEENKERMEKLEGYWGE
AQSLCQAVDEHLRETQAQYQALERK
[YSKAKRLIKDYQQKEIEFLKKETAQR
RVLEESELARKEEMDKLLDKISELE
GNLQTLRNSNST




