UniprotKB Entry name organism full oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi plasma
ID name sites reticulum apparatus membrane
Q96SB4 SRPK1_HUMAN Homo SRSF (32.061543 NaN S51;S309;S311;S333;S555 [40914422;22564745;23301498;340 [MERKVLALQARKKRTKAKKDKAQR ([True True 4.75 5.0 1.446 3.507 0.841 4.539
sapiens  [protein 19948 KSETQHRGSAPHSESDLPEQEEEIL
kinase GSDDDEQEDPNDYCKGGYHLVKIGD

1

LENGRYHVIRKLGWGHFSTVWLSW
DIQGKKFVAMKVVKSAEHYTETALD
EIRLLKSVRNSDPNDPNREMVVQLL
DDFKISGVNGTHICMVFEVLGHHLL
KWIIKSNYQGLPLPCVKKIIQQVLQG
LDYLHTKCRIIHTDIKPENILLSVNEQ
YIRRLAAEATEWQRSGAPPPSGSAVS
TAPQPKPADKMSKNKKKKLKKKQK
RQAELLEKRMQEIEEMEKESGPGQ
KRPNKQEESESPVERPLKENPPNKM
TQEKLEESSTIGQDQTLMERDTEGG
IAAEINCNGVIEVINYTQNSNNETLR
HKEDLHNANDCDVQNLNQESSFLS
SQNGDSSTSQETDSCTPITSEVSDT
MVCQSSSTVGQSFSEQHISQLQESI
RAEIPCEDEQEQEHNGPLDNKGKST
IAGNFLVNPLEPKNAEKLKVKIADLG
NACWVHKHFTEDIQTRQYRSLEVLI
GSGYNTPADIWSTACMAFELATGDY
LFEPHSGEEYTRDEDHIALIIELLGK
VPRKLIVAGKYSKEFFTKKGDLKHIT
KLKPWGLFEVLVEKYEWSQEEAAGF
TDFLLPMLELIPEKRATAAECLRHP
WLNS




