}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac sites  [phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc 901!'].
name reticulum |app:
Q96T37 RBM15_HUMAN [Homo RNA- [25.019945 'T401;S692;S757(S109;S179;S208;5210;5253;S257;S [25367160;37217939;40596516;409 [MRTAGRDPVPRRSPRWRRAVPLCET [True False 2.745 |5.0 1.879 1.315 0.96
sapiens |binding 259;T266;5292;5294;S365;T568;S6 |14422;30620550;34019948 SAGRRVTQLRGDDLRRPATMKGKE
protein 22;5656;5670;S674;S700;S741;S76 RSPVKAKRSRGGEDSTSRGERSKKL
15 5;5767;S781;S935 GGSGGSNGSSSGKTDSGGGSRRSL

HLDKSSSRGGSREYDTGGGSSSSRL
HSYSSPSTKNSSGGGESRSSSRGGG
GESRSSGAASSAPGGGDGAEYKTLKI
SELGSQLSDEAVEDGLFHEFKRFGD
VSVKISHLSGSGSGDERVAFVNFRR
PEDARAAKHARGRLVLYDRPLKIEAV
[YVSRRRSRSPLDKDTYPPSASVVGAS
[VGGHRHPPGGGGGQRSLSPGGAAL
GYRDYRLQQLALGRLPPPPPPPLPRD
LERERDYPFYERVRPAYSLEPRVGAG
AGAAPFREVDEISPEDDQRANRTLF
LGNLDITVTESDLRRAFDRFGVITEV
DIKRPSRGQTSTYGFLKFENLDMSH
RAKLAMSGKIIIRNPIKIGYGKATPTT
RLWVGGLGPWVPLAALAREFDREGT
IRTIDYRKGDSWAYIQYESLDAAHAA
'WTHMRGFPLGGPDRRLRVDFADTE
HRYQQQYLQPLPLTHYELVTDAFGH
RAPDPLRGARDRTPPLLYRDRDRDL
YPDSDWVPPPPPVRERSTRTAATSVP
IAYEPLDSLDRRRDGWSLDRDRGDR
DLPSSRDQPRKRRLPEESGGRHLDR
SPESDRPRKRHCAPSPDRSPELSSS
RDRYNSDNDRSSRLLLERPSPIRDR
RGSLEKSQGDKRDRKNSASAERDR
KHRTTAPTEGKSPLKKEDRSDGSAP
STSTASSKLKSPSQKQDGGTAPVASA
SPKLCLAWQGMLLLKNSNFPSNMH
LLQGDLQVASSLLVEGSTGGKVAQL
KITQRLRLDQPKLDEVTRRIKVAGPN
GYAILLAVPGSSDSRSSSSSAASDTA
TSTQRPLRNLVSYLKQKQAAGVISLP
IVGGNKDKENTGVLHAFPPCEFSQQ
FLDSPAKALAKSEEDYLVMIIVRGFG

FQIGVRYENKKRENLALTLL




