}Jl;l iprotKB Entry name organism (full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma ext
sites sites reticulum |apparatus membrane |reg
Q96T51 RUFY1_HUMAN [Homo RUN and |12.624364 S83;S371[T389;T400;S620 [40307207;30379171;38665916;409 |MADREGGCAAGRGRELEPELEPGP |True False 4.788 4.384  [1.442 0.815 1.312 1.591 0.8
sapiens |FYVE 14422;34019948;28510447 GPGSALEPGEEFEIVDRSQLPGPGDL
domain- RSATRPRAAEGWSAPILTLARRATG
containing NLSASCGSALRAAAGLGGGDSGDGT
protein 1 ARAASKCQMMEERANLMHMMKLS

IKVLLQSALSLGRSLDADHAPLQQFF
VVMEHCLKHGLKVKKSFIGQNKSFF
GPLELVEKLCPEASDIATSVRNLPEL
KTAVGRGRAWLYLALMQKKLADYLK
VLIDNKHLLSEFYEPEALMMEEEGM
VIVGLLVGLNVLDANLCLKGEDLDS
QVGVIDFSLYLKDVQDLDGGKEHER
ITDVLDQKNYVEELNRHLSCTVGDL
QTKIDGLEKTNSKLQEELSAATDRIC
SLQEEQQQLREQNELIRERSEKSVEI
TKQDTKVELETYKQTRQGLDEMYSD
VWKQLKEEKKVRLELEKELELQIGM
KTEMEIAMKLLEKDTHEKQDTLVAL
RQQLEEVKAINLQMFHKAQNAESSL
QQKNEAITSFEGKTNQVMSSMKQM
EERLQHSERARQGAEERSHKLQQE
LGGRIGALQLQLSQLHEQCSSLEKE
LKSEKEQRQALQRELQHEKDTSSLL
RMELQQVEGLKKELRELQDEKAEL
QKICEEQEQALQEMGLHLSQSKLK
MEDIKEVNQALKGHAWLKDDEATH
CRQCEKEFSISRRKHHCRNCGHIFC
NTCSSNELALPSYPKPVRVCDSCHT
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