UniprotKB Entry name organism (full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular |cytosol nucleus mitochndrion em}oplasmlc golgi [plasma extr‘acellular
ID sites sites reticulum apparatus membrane [region
Q96T53 MBOA4 HUMAN [Homo Membrane- 28.275761 NaN NaN 39894887 MEWLWLFFLHPISFYQGAAFPFALL |False False 1.38 1.839 1.522 4.36 1.167 3.551 1.564

sapiens

bound ghrelin

acyltransferase
MBOAT4

FNYLCIMDSFSTRARYLFLLTGGGAL
AVAAMGSYAVLVFTPAVCAVALLCSL
APQQVHRWTFCFQMSWQTLCHLGL
HYTEYYLHEPPSVRFCITLSSLMLLT
QRVTSLSLDICEGKVKAASGGFRSRS
SLSEHVCKALPYFSYLLFFPALLGGS
LCSFQRFQARVQGSSALHPRHSFW
ALSWRGLQILGLECLNVAVSRVVDA
GAGLTDCQQFECIYVVWTTAGLFKL
TYYSHWILDDSLLHAAGFGPELGQS
PGEEGYVPDADIWTLERTHRISVFSR
KWNQSTARWLRRLVFQHSRAWPLL
QTFAFSAWWHGLHPGQVFGFVCWA
VMVEADYLIHSFANEFIRSWPMRLF
YRTLTWAHTQLIIAYIMLAVEVRSLS
SLWLLCNSYNSVFPMVYCILLLLLAK

RKHKCN




