}II;I iprotkB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol \nucleus mitochndrion em:loplasmlc golgi [plasma extl:acellular
sites sites reticulum apparatus membrane [region
Q99216 PNO1_YEAST [Saccharomyces [Pre-rRNA- |24.475439 NaN S47;T51 33229814 MVAPTALKKATVTPVSGQDGGSSRII [None None None |[None None None None None None
cerevisiae processing GINNTESIDEDDDDDVLLDDSDNNT
protein IAKEEVEGEEGSRKTHESKTVVVDDQ
PNO1 GKPRFTSASKTQGNKIKFESRKIMVP

PHRMTPLRNSWTKIYPPLVEHLKLQ
VRMNLKTKSVELRTNPKFTTDPGAL
QKGADFIKAFTLGFDLDDSIALLRLD
DLYIETFEVKDVKTLTGDHLSRAIGRI
IAGKDGKTKFAIENATRTRIVLADSKI
HILGGFTHIRMARESVVSLILGSPPG

KVYGNLRTVASRLKERY




