UniprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS |sequence intracellular |extracellular [cytosol [nucleus mitochndrion |~ .. ic|golgi plasma extl.‘acellular
1D name sites reticulum apparatus membrane [region
Q99501 GA2L1 HUMAN [Homo GAS2- [19.994096 NaN T193;S306;S316;T334;S352;S355;T (37217939 MADPVAGIAGSAAKSVRPFRSSEAYV [None None None |None None None None None None
sapiens |like 391;S394;5436;S438;5479;5486;S4 EAMKEDLAEWLNALYGLGLPGGGD
protein 90;5492;T498;S657 GFLTGLATGTTLCQHANAVTEAARA
1 LAAARPARGVAFQAHSVVPGSFMAR

DNVATFIGWCRVELGVPEVLMFETE
DLVLRKNEKSVVLCLLEVARRGARL
GLLAPRLVQFEQEIERELRAAPPAPN
IAPAAGEDTTETAPAPGTPARGPRMT
PSDLRNLDELVREILGRCTCPDQFP
MIKVSEGKYRVGDSSLLIFVRVLRSH
VMVRVGGGWDTLEHYLDKHDPCRC
SSTAHRPPQPRVCTFSPQRVSPTTSP
RPASPVPGSERRGSRPEMTPVSLRS
TKEGPETPPRPRDQLPPHPRSRRYS
GDSDSSASSAQSGPLGTRSDDTGTG
PRRERPSRRLTTGTPASPRRPPALRS
QSRDRLDRGRPRGAPGGRGAQLSVP
SPARRARSQSREEQAVLLVRRDRDG
QHSWVPRGRGSGGSGRSTPQTPRA
RSPAAPRLSRVSSPSPELGTTPASIFR
TPLQLDPQQEQQLFRRLEEEFLANA
RALEAVASVTPTGPVPDPARAPDPPA
PDSAYCSSSSSSSSLSVLGGKCGQPG
DSGRTANGLPGPRSQALSSSSDEGS
PCPGMGGPLDAPGSPLACTEPSRTW
IARGRMDTQPDRKPSRIPTPRGPRRP
SGPAELGTWHALHSVTPRAEPDSW
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