UniprotKB Entry name |organism full name |oglcnacscore oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc gol
ID sites reticulum |app
Q99504 EYA3_HUMAN Homo Protein 7.362764 S63;564;586;T88;T146;T148|S262;S266;5438;5472(29351928;23301498;33214551;303 [MEEEQDLPEQPVKKAKMQESGEQTI [True False 2.135 [5.0 0.963 0.666 Fals
sapiens  [phosphatase 79171;37340703;40596516;386659 |SQVSNPDVSDQKPETSSLASNLPMS
EYA3 16;34725712;40914422;35254053;3 |[EEIMTCTDYIPRSSNDYTSQMYSAKP

2119511;30059200;34019948;3513
8101;39531497

YAHILSVPVSETAYPGQTQYQTLQQT
QPYAVYPQATQTYGLPPEGALWPGM
KPESGLIQTPSPSQHSVLTCTTGLTT
SQPSPAHYSYPIQASSTNASLISTSST
IANIPAAAVASISNQDYPTYTILGQNQ
YQACYPSSSFGVTGQTNSDAESTTLA
ATTYQSEKPSVMAPAPAAQRLSSGD
PSTSPSLSQTTPSKDTDDQSRKNMT
SKNRGKRKADATSSQDSELERVFLW
DLDETIIFHSLLTGSYAQKYGKDPTV
'VIGSGLTMEEMIFEVADTHLFFNDL
EECDQVHVEDVASDDNGQDLSNYS
FSTDGFSGSGGSGSHGSSVGVQGGY
DWMRKLAFRYRKVREIYDKHKSNV
GGLLSPQRKEALQRLRAEIEVLTDS
WLGTALKSLLLIQSRKNCVNVLITTT
QLVPALAKVLLYGLGEIFPIENIYSAT
KIGKESCFERIVSRFGKKVTYVVIGD
GRDEEIAAKQHNMPFWRITNHGDL

VSLHQALELDFL




