UniprotkB Entry name |organism full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus jmitochndrion em!oplasmlc golgi plasma
ID sites sites reticulum apparatus membran
Q99575 POP1_HUMAN [Homo Ribonucleases [25.307594 T21 S367;5584;5729;S730|33214551;31373491;40596516;409 [MSNAKERKHAKKMRNQPTNVTLSS [True False 1.547 (5.0 False False False False

sapiens

P/MRP
protein
subunit POP1

14422;35254053;35083852;340199
48

GFVADRGVKHHSGGEKPFQAQKQE
PHPGTSRQRQTRVNPHSLPDPEVNE
QSSSKGMFRKKGGWKAGPEGTSQE
[PKYITASTFAQARAAEISAMLKAVTQ
KSSNSLVFQTLPRHMRRRAMSHNV
KRLPRRLQEIAQKEAEKAVHQKKEH
SKNKCHKARRCHMNRTLEFNRRQK
KNIWLETHIWHAKRFHMVKKWGYC
LGERPTVKSHRACYRAMTNRCLLQD
LSYYCCLELKGKEEEILKALSGMCNI
DTGLTFAAVHCLSGKRQGSLVLYRV
NKYPREMLGPVTFIWKSQRTPGDPS
ESRQLWIWLHPTLKQDILEEIKAACQ
CVEPIKSAVCIADPLPTPSQEKSQTEL
PDEKIGKKRKRKDDGENAKPIKKIIG
DGTRDPCLPYSWISPTTGIIISDLTME
MNRFRLIGPLSHSILTEAIKAASVHT
VGEDTEETPHRWWIETCKKPDSVSL
HCRQEAIFELLGGITSPAEIPAGTILG
LTVGDPRINLPQKKSKALPNPEKCQ
DNEKVRQLLLEGVPVECTHSFIWNQ
DICKSVTENKISDQDLNRMRSELLV
PGSQLILGPHESKIPILLIQQPGKVTG
EDRLGWGSGWDVLLPKGWGMAFW
[PFIYRGVRVGGLKESAVHSQYKRSP
NVPGDFPDCPAGMLFAEEQAKNLL
EKYKRRPPAKRPNYVKLGTLAPFCCP
WEQLTQDWESRVQAYEEPSVASSP
NGKESDLRRSEVPCAPMPKKTHQPS
DEVGTSIEHPREAEEVMDAGCQESA
GPERITDQEASENHVAATGSHLCVL
RSRKLLKQLSAWCGPSSEDSRGGRR
IAPGRGQQGLTREACLSILGHFPRAL
VWVSLSLLSKGSPEPHTMICVPAKE
DFLQLHEDWHYCGPQESKHSDPFR
SKILKQKEKKKREKRQKPGRASSDG
PAGEEPVAGQEALTLGLWSGPLPRV
TLHCSRTLLGFVTQGDFSMAVGCGE
IALGFVSLTGLLDMLSSQPAAQRGLV
LLRPPASLQYRFARIAIEV




