
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q99613 EIF3C_HUMAN Homo
sapiens

Eukaryotic
translation
initiation
factor	3
subunit	C

26.678908 S154 S9;S11;S13;S15;S16;S18;S39;S166;
S178;S181;S182;T524;S909

23301498;33214551;40914422;340
19948;35138101;33465208

MSRFFTTGSDSESESSLSGEELVTKP
VGGNYGKQPLLLSEDEEDTKRVVRS
AKDKRFEELTNLIRTIRNAMKIRDVT
KCLEEFELLGKAYGKAKSIVDKEGVP
RFYIRILADLEDYLNELWEDKEGKKK
MNKNNAKALSTLRQKIRKYNRDFES
HITSYKQNPEQSADEDAEKNEEDSE
GSSDEDEDEDGVSAATFLKKKSEAP
SGESRKFLKKMDDEDEDSEDSEDD
EDWDTGSTSSDSDSEEEEGKQTALA
SRFLKKAPTTDEDKKAAEKKREDKA
KKKHDRKSKRLDEEEEDNEGGEWE
RVRGGVPLVKEKPKMFAKGTEITHA
VVIKKLNEILQARGKKGTDRAAQIEL
LQLLVQIAAENNLGEGVIVKIKFNIIA
SLYDYNPNLATYMKPEMWGKCLDC
INELMDILFANPNIFVGENILEESEN
LHNADQPLRVRGCILTLVERMDEEF
TKIMQNTDPHSQEYVEHLKDEAQVC
AIIERVQRYLEEKGTTEEVCRIYLLRI
LHTYYKFDYKAHQRQLTPPEGSSKS
EQDQAENEGEDSAVLMERLCKYIYA
KDRTDRIRTCAILCHIYHHALHSRWY
QARDLMLMSHLQDNIQHADPPVQIL
YNRTMVQLGICAFRQGLTKDAHNAL
LDIQSSGRAKELLGQGLLLRSLQER
NQEQEKVERRRQVPFHLHINLELLE
CVYLVSAMLLEIPYMAAHESDARRR
MISKQFHHQLRVGERQPLLGPPESM
REHVVAASKAMKMGDWKTCHSFII
NEKMNGKVWDLFPEADKVRTMLVR
KIQEESLRTYLFTYSSVYDSISMETLS
DMFELDLPTVHSIISKMIINEELMAS
LDQPTQTVVMHRTEPTAQQNLALQL
AEKLGSLVENNERVFDHKQGTYGGY
FRDQKDGYRKNEGYMRRGGYRQQQ
SQTAY

True False 4.576 2.787 1.422 1.366 0.878


