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UniprotKB Entry name organism [full name [oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion enqoplasmlc golgi extl:acellular
ID sites sites reticulum apparatus membrane [region
Q99619 SPSB2_HUMAN [Homo SPRY 28.275761 NaN NaN 39894887 [MGQTALAGGSSSTPTPQALYPDLSC (True False 5.0 1.048 |0.59 False 0.535 0.658 0.742
sapiens domain- PEGLEELLSAPPPDLGAQRRHGWNP

containing KDCSENIEVKEGGLYFERRPVAQST

SOCS box DGARGKRGYSRGLHAWEISWPLEQ

protein 2

RGTHAVVGVATALAPLQTDHYAALL

GSNSESWGWDIGRGKLYHQSKGPG
APQYPAGTQGEQLEVPERLLVVLDM
EEGTLGYAIGGTYLGPAFRGLKGRTL
'YPAVSAVWGQCQVRIRYLGERRAEP

HSLLHLSRLCVRHNLGDTRLGQVSA
LPLPPAMKRYLLYQ




