
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac
sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

0

Q99661 KIF2C_HUMAN Homo
sapiens

Kinesin-
like
protein
KIF2C

9.161801 S632;S633 S6;S22;S95;S106;S109;S111;S115;S
166;S175;S187;S192;S519;S621;S6
33

34725712;28510447;37217939;269
60196;30379171;34019948;393022
47;23301498

MAMDSSLQARLFPGLAIKIQRSNGLI
HSANVRTVNLEKSCVSVEWAEGGA
TKGKEIDFDDVAAINPELLQLLPLHP
KDNLPLQENVTIQKQKRRSVNSKIP
APKESLRSRSTRMSTVSELRITAQEN
DMEVELPAAANSRKQFSVPPAPTRP
SCPAVAEIPLRMVSEEMEEQVHSIR
GSSSANPVNSVRRKSCLVKEVEKMK
NKREEKKAQNSEMRMKRAQEYDSS
FPNWEFARMIKEFRATLECHPLTMT
DPIEEHRICVCVRKRPLNKQELAKKE
IDVISIPSKCLLLVHEPKLKVDLTKYL
ENQAFCFDFAFDETASNEVVYRFTA
RPLVQTIFEGGKATCFAYGQTGSGKT
HTMGGDLSGKAQNASKGIYAMASR
DVFLLKNQPCYRKLGLEVYVTFFEIY
NGKLFDLLNKKAKLRVLEDGKQQV
QVVGLQEHLVNSADDVIKMIDMGSA
CRTSGQTFANSNSSRSHACFQIILRA
KGRMHGKFSLVDLAGNERGADTSS
ADRQTRMEGAEINKSLLALKECIRAL
GQNKAHTPFRESKLTQVLRDSFIGE
NSRTCMIATISPGISSCEYTLNTLRYA
DRVKELSPHSGPSGEQLIQMETEEM
EACSNGALIPGNLSKEEEELSSQMS
SFNEAMTQIRELEEKAMEELKEIIQQ
GPDWLELSEMTEQPDYDLETFVNK
AESALAQQAKHFSALRDVIKALRLA
MQLEEQASRQISSKKRPQ

True False 4.797 4.143 2.159 1.087 1.132


