UniprotkB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma
ID sites sites reticulum apparatus membrane
Q99714 HCD2_HUMAN Homo 3-hydroxyacyl- [26.127788 S219 NaN 34229054;27655845;23301498;372 [MAAACRSVKGLVAVITGGASGLGLA [True False 2.219 [3.079 5.0 1.715 1.86 4.294

sapiens

CoA

dehydrogenase

type-2

17939;29485866;16408927;405965

16;38665916;34725712;32119511;4

0914422;30444036;35132862;3508
3852;28510447

TAERLVGQGASAVLLDLPNSGGEAQ
IAKKLGNNCVFAPADVTSEKDVQTAL
IALAKGKFGRVDVAVNCAGIAVASKT
YNLKKGQTHTLEDFQRVLDVNLMG
TFNVIRLVAGEMGQNEPDQGGQRG
IVIINTASVAAFEGQVGQAAYSASKGG
IVGMTLPIARDLAPIGIRVMTIAPGLF
GTPLLTSLPEKVCNFLASQVPFPSRL
GDPAEYAHLVQAIIENPFLNGEVIRL
DGAIRMQP




