}J];l iprotKB Entry name |organism full oglcnacscore o'glcnac p'h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extl"acellular
name sites sites reticulum apparatus membrane [region
Q99726 ZNT3_HUMAN Homo Probable [22.903221 S38 NaN 38253038 MEPSPAAGGLETTRLVSPRDRGGAG [False True 1.878 [1.677 |1.664 1.411 1.82 4.529 3.238
sapiens  [proton- GSLRLKSLFTEPSEPLPEESKPVEMP
coupled FHHCHRDPLPPPGLTPERLHARRQL
zinc 'YAACAVCFVFMAGEVVGGYLAHSILA
antiporter IMTDAAHLLADVGSMMGSLFSLWL
SLC30A3 STRPATRTMTFGWHRSETLGALASV

VSLWMVTGILLYLAFVRLLHSDYHIE
GGAMLLTASIAVCANLLMAFVLHQA
GPPHSHGSRGAEYAPLEEGPEEPLP
LGNTSVRAAFVHVLGDLLQSFGVLA
IASILTYFKPQYKAADPISTFLFSICALG
STAPTLRDVLRILMEGTPRNVGFEPV
RDTLLSVPGVRATHELHLWALTLTY
HVASAHLAIDSTADPEAVLAEASSRL
YSRFGFSSCTLQVEQYQPEMAQCLR
CQEPPQA




