UniprotKB Entry name |organism [full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion ent!oplasmlc golgi plasma ©2

ID sites sites reticulum |apparatus membrane |re

Q99798 IACON_HUMAN |[Homo Aconitate 20.21434 S193 S559;S670 29351928;32119511;34725712;285 |MAPYSLLVTRLQKALGVRQYHVASV (True False 4.197 |2.446 [4.904 2.227 1.613 2.344 2.
sapiens |hydratase, 10447;38665916 LCQRAKVAMSHFEPNEYIHYDLLEK

mitochondrial

NINIVRKRLNRPLTLSEKIVYGHLDD
PASQEIERGKSYLRLRPDRVAMQDA
TAQMAMLQFISSGLSKVAVPSTIHC
DHLIEAQVGGEKDLRRAKDINQEVY
NFLATAGAKYGVGFWKPGSGITHQII
LENYAYPGVLLIGTDSHTPNGGGLG
GICIGVGGADAVDVMAGIPWELKCP
KVIGVKLTGSLSGWSSPKDVILKVAG
ILTVKGGTGAIVEYHGPGVDSISCTG
MATICNMGAEIGATTSVFPYNHRMK
KYLSKTGREDIANLADEFKDHLVPD
PGCHYDQLIEINLSELKPHINGPFTP
DLAHPVAEVGKVAEKEGWPLDIRVG
LIGSCTNSSYEDMGRSAAVAKQALA
HGLKCKSQFTITPGSEQIRATIERDG
'YAQILRDLGGIVLANACGPCIGQWD
RKDIKKGEKNTIVTSYNRNFTGRND
ANPETHAFVTSPEIVTALAIAGTLKF
NPETDYLTGTDGKKFRLEAPDADEL
PKGEFDPGQDTYQHPPKDSSGQHV
DVSPTSQRLQLLEPFDKWDGKDLED
LQILIKVKGKCTTDHISAAGPWLKFR
GHLDNISNNLLIGAINIENGKANSVR
NAVTQEFGPVPDTARYYKKHGIRWV
VIGDENYGEGSSREHAALEPRHLGG
RAIITKSFARIHETNLKKQGLLPLTFA
DPADYNKIHPVDKLTIQGLKDFTPGK
PLKCIIKHPNGTQETILLNHTFNETQ
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