}Jl;l iprotKB Entry name organism full name |oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma ©x
sites sites reticulum |apparatus membrane |re
Q99816 TS101_HUMAN [Homo Tumor 8.351249 S201 T220 39531497;30379171;34725712;321 |MAVSESQLKKMVSKYKYRDLTVRET (True True 4.861 [4.699 [2.368 2.603 2.366 4.728 5.(
sapiens  |susceptibility 19511;23301498;38665916;332145 [VNVITLYKDLKPVLDSYVFNDGSSRE
gene 101 51;32870666;34019948;35138101 |LMNLTGTIPVPYRGNTYNIPICLWLL
[protein DTYPYNPPICFVKPTSSMTIKTGKHV

DANGKIYLPYLHEWKHPQSDLLGLI
QVMIVVFGDEPPVFSRPISASYPPYQ
ATGPPNTSYMPGMPGGISPYPSGYP
PNPSGYPGCPYPPGGPYPATTSSQYP
SQPPVTTVGPSRDGTISEDTIRASLIS
AVSDKLRWRMKEEMDRAQAELNAL
KRTEEDLKKGHQKLEEMVTRLDQE
'VAEVDKNIELLKKKDEELSSALEKM
ENQSENNDIDEVIIPTAPLYKQILNLY
AEENAIEDTIFYLGEALRRGVIDLDV
FLKHVRLLSRKQFQLRALMQKARKT
AGLSDLY




