}Jl;l iprotKB Entry name |organism [full name |oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi pl
sites reticulum |apparatus m
Q99848 EBP2_HUMAN Homo Probable [14.717879 NaN T3;S7;5S9;S11;S13;S16;5264;5270|30444036;30379171;34229054;284 MDTPPLSDSESESDESLVTDRELQD [None None None [None |None None None N«
sapiens  |[TRNA- 11811;33214551;34019948;221210 [AFSRGLLKPGLNVVLEGPKKAVNDV
processing 20;37217939;38665916 NGLKQCLAEFKRDLEWVERLDVTLG
protein PVPEIGGSEAPAPQNKDQKAVDPED
EBP2

DFQREMSFYRQAQAAVLAVLPRLHQ
LKVPTKRPTDYFAEMAKSDLQMQKI
RQKLQTKQAAMERSEKAKQLRALRK
YGKKVQTEVLQKRQQEKAHMMNAI
KKYQKGFSDKLDFLEGDQKPLAQRK
KAGAKGQQMRKGPSAKRRYKNQKF
GFGGKKKGSKWNTRESYDDVSSFR
AKTAHGRGLKRPGKKGSNKRPGKRT
REKMKNRTH




