UniprotKB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular|extracellular cytosol [nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q99932 SPAG8_HUMAN Homo Sperm- 28.275761 NaN NaN 39894887 METNESTEGSRSRSRSLDIQPSSEG ([True False 4.424 |4.57 0.791 False False 0.551 0.673
sapiens associated LGPTSEPFPSSDDSPRSALAAATAAA
antigen 8 AAAASAAAATAAFTTAKAAALSTKTP

APCSEFMEPSSDPSLLGEPCAGPGF
THNIAHGSLGFEPVYVSCIAQDTCTT
TDHSSNPGPVPGSSSGPVLGSSSGA
GHGSGSGSGPGCGSVPGSGSGPGPG
SGPGSGPGHGSGSHPGPASGPGPDT
GPDSELSPCIPPGFRNLVADRVPNYT
SWSQHCPWEPQKQPPWEFLQVLEP
GARGLWKPPDIKGKLMVCYETLPRG
QCLLYNWEEERATNHLDQVPSMQD
GSESFFFRHGHRGLLTMQLKSPMP
SSTTQKDSYQPPGNVYWPLRGKREA
MLEMLLQHQICKEVQAEQEPTRKLF
EVESVTHHDYRMELAQAGTPAPTKP
HDYRQEQPETFWIQRAPQLPGVSNI
RTLDTPFRKNCSFSTPVPLSLGKLLP
YEPENYPYQLGEISSLPCPGGRLGGG
GGRMTPF




