UniprotKB Entry name |organism full name |oglcnacscore °g lcnac phosphorylation sites PMIDS sequence intracellular [extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi

ID sites reticulum apparatu:

Q99959 PKP2_HUMAN Homo Plakophilin-|16.198576 S203 S44;S82;S132;5S135;S151;S154;S15 |35254053;40596516;30379171;340 |MAAPGAPAEYGYIRTVLGQQILGQLD |True True 2.771 |5.0 False False False
sapiens |2 5;5169;S172;T177;S183;S197;S251; {19948 SSSLALPSEAKLKLAGSSGRGGQTVK

$294;S329

SLRIQEQVQQTLARKGRSSVGNGNL
HRTSSVPEYVYNLHLVENDFVGGRS
PVPKTYDMLKAGTTATYEGRWGRGT
AQYSSQKSVEERSLRHPLRRLEISPD
SSPERAHYTHSDYQYSQRSQAGHTL
HHQESRRAALLVPPRYARSEIVGVSR
AGTTSRQRHFDTYHRQYQHGSVSDT
VFDSIPANPALLTYPRPGTSRSMGNL
LEKENYLTAGLTVGQVRPLVPLQPVT
QNRASRSSWHQSSFHSTRTLREAGP
SVAVDSSGRRAHLTVGQAAAGGSGN
LLTERSTFTDSQLGNADMEMTLERA
'VSMLEADHMLPSRISAAATFIQHEC
FQKSEARKRVNQLRGILKLLQLLKV
QNEDVQRAVCGALRNLVFEDNDNK
LEVAELNGVPRLLQVLKQTRDLETK
KQITDHTVNLRSRNGWPGAVAHAC
NPSTLGGQGGRITRSGVRDQPDQHG
LLWNLSSNDKLKNLMITEALLTLTE
NIITPFSGWPEGDYPKANGLLDFDIF
'YNVTGCLRNMSSAGADGRKAMRRC
DGLIDSLVHYVRGTIADYQPDDKATE
NCVCILHNLSYQLEAELPEKYSQNIY
IQNRNIQTDNNKSIGCFGSRSRKVK
EQYQDVPMPEEKSNPKGVEWLWHS
IVIRMYLSLIAKSVRNYTQEASLGAL
QNLTAGSGPMPTSVAQTVVQKESGL
QHTRKMLHVGDPSVKKTAISLLRNL
SRNLSLQNEIAKETLPDLVSIIPDTVP
STDLLIETTASACYTLNNIIQNSYQN
ARDLLNTGGIQKIMAISAGDAYASNK
ASKAASVLLYSLWAHTELHHAYKKA
QFKKTDFVNSRTAKAYHSLKD




