UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q99963 SH3G3_HUMAN |Homo Endophilin- [27.086674 T55 S265 28657654  MSVAGLKKQFHKASQLFSEKISGAE |False False 3.479 [2.751 1.453 1.179 1.92 1.798 1.305

sapiens A3 GTKLDDEFLDMERKIDVTNKVVAEI

LSKTTEYLQPNPAYRAKLGMLNTVS
KIRGQVKTTGYPQTEGLLGDCMLKY
GKELGEDSTFGNALIEVGESMKLMA
EVKDSLDINVKQTFIDPLQLLQDKDL
KEIGHHLKKLEGRRLDYDYKKKRVG
KIPDEEVRQAVEKFEESKELAERSM
FNFLENDVEQVSQLAVFIEAALDYH
RQSTEILQELQSKLQMRISAASSVPR
REYKPRPVKRSSSELNGVSTTSVVKT
TGSNIPMDQPCCRGLYDFEPENQGE
LGFKEGDIITLTNQIDENWYEGMIH
GESGFFPINYVEVIVPLPQ




