UniprotKB Entry name organism (full name |oglcnacscore oglcnac POt yiation phvirps sequence intracellular extracellular|cytosol nucleus mitochndrion ent!oplasmlc golgi plasma eth:aC'
ID sites sites reticulum |apparatus membrane region
Q99985 SEM3C_HUMAN [Homo Semaphorin- (16.372428 T588 NaN 34019948;35289036;37217939 [MAFRTICVLVGVFICSICVKGSSQPQ (False True 2.524 [1.966 |1.513 1.9 2.512 4.128 5.0

sapiens

3C

ARVYLTFDELRETKTSEYFSLSHHPL
DYRILLMDEDQDRIYVGSKDHILSLN
INNISQEALSVFWPASTIKVEECKMA
GKDPTHGCGNFVRVIQTFNRTHLYV
CGSGAFSPVCTYLNRGRRSEDQVFM
IDSKCESGKGRCSFNPNVNTVSVMI
NEELFSGMYIDFMGTDAAIFRSLTK
RNAVRTDQHNSKWLSEPMFVDAHV
IPDGTDPNDAKVYFFFKEKLTDNNR
STKQIHSMIARICPNDTGGLRSLVNK
'WTTFLKARLVCSVTDEDGPETHFDE
LEDVFLLETDNPRTTLVYGIFTTSSS
'VFKGSAVCVYHLSDIQTVFNGPFAH
KEGPNHQLISYQGRIPYPRPGTCPGG
AFTPNMRTTKEFPDDVVTFIRNHPL
MYNSIYPIHKRPLIVRIGTDYKYTKIA
'VDRVNAADGRYHVLFLGTDRGTVQK
'VVVLPTNNSVSGELILEELEVFKNHA
PITTMKISSKKQQLYVSSNEGVSQVS
LHRCHIYGTACADCCLARDPYCAWD
GHSCSRFYPTGKRRSRRQDVRHGN
PLTQCRGFNLKAYRNAAEIVQYGVK
NNTTFLECAPKSPQASIKWLLQKDK
DRRKEVKLNERIIATSQGLLIRSVQG
SDQGLYHCIATENSFKQTIAKINFKV
LDSEMVAVVTDKWSPWTWASSVRA
LPFHPKDIMGAFSHSEMQMINQYC
KDTRQQHQQGDESQKMRGDYGKLK
ALINSRKSRNRRNQLPES




