UniprotKB Entry name organism (full name |oglcnacscore oglcnac p'h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion ent.ioplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q99J09 MEP50_MOUSE [Mus Methylosome [29.185005 NaN T5 22645316 MRKDTPPPLVPPAAREWNLPPNAPA (True False 4.382 [4.582 1.24 0.94 2.303 1.276 1.712

musculus

protein 50

CMERQLEAARYRSDGSLLLGVSSLS
GRCWVGSLWFFKDPSAAPNEGFCS
IAGVQTEAGVADLTWVGDKGILVASD
SGAVELWELDENETLIVSKFCKYEH
DDIVSTVTVLSSGTQAVSGSKDCCIKI
WDLAQQVSLNSYRAHAGQVTCVAA
SPHKDSVFLSCSEDSRILLWDTRCP
KPASQMACNASGYLPTALAWHPQQ
SEVFVFGDENGSVSLVDTKNASCTL
SSAVHSQGVTRLVFSPHSVPLLTSLS
EDCSLAVLDSSLSEVFRSRAHRDFV
RDATWSPLNHSLLTTVGWDHQVIH

HVVPLEPLPNPGPDSVVE




