UniprotKB oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion em?oplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
Q99]21 MCLN1_MOUSE Mus Mucolipin- [25.810548 NaN S10;S557;S559 29187734 MATPAGRRASETERLLTPNPGYGTQ |False True 2.435 [3.302 [2.293 2.471 3.189 4.505 2.132
musculus |1 IVGTSPAPTTPTEEEDLRRRLKYFFMS
PCDKFRAKGRKPCKLMLQVVKILVV
TVQLILFGLSNQLVVTFREENTIAFR
HLFLLGYSDGSDDTFAAYTQEQLYQ
IAIFYAVDQYLILPEISLGRYAYVRGGG
GPWANGSALALCQRYYHRGHVDPA
NDTFDIDPRVVTDCIQVDPPDRPPDI
PSEDLDFLDGSASYKNLTLKFHKLIN
IVTTHFQLKTINLQSLINNEIPDCYTFS
ILITFDNKAHSGRIPIRLETKTHIQEC
KHPSVSRHGDNSFRLLFDVVVILTC
SLSFLLCARSLLRGFLLQNEFVVFM
WRRRGREISLWERLEFVNGWYILLV
TSDVLTISGTVMKIGIEAKNLASYDV
CSILLGTSTLLVWVGVIRYLTFFHKY
NILIATLRVALPSVMRFCCCVAVIYL
GYCFCGWIVLGPYHVKFRSLSMVSE
CLFSLINGDDMFVTFAAMQAQQGH
SSLVWLFSQLYLYSFISLFIYMVLSLF
IALITGAYDTIKHPGGTGTEKSELQAY
IEQCQDSPTSGKFRRGSGSACSLFC
CCGRDSPEDHSLLVN
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