UniprotKB Entry name |organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular|extracellular cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane [region
Q99]77 SIAS_MOUSE Mus Sialic 25.385059 NaN S275 28528544 MPLELELCPGRWVGGKHPCFIIAEIG [True False 5.0 1.425 [1.246 1.17 1.636 1.294 1.622

musculus

acid
synthase

QNHQGDIDVAKRMIRTAKECGADCA
KFQKSELEFKFNRKALERPYTSKHS
WGKTYGEHKRHLEFSHDQYKELQS
YAQEIGIFFTASGMDEMAVEFLHEL
NVPFFKVGSGDTNNFPYLEKTAKKG
RPMVISSGMQSMDTMKQVYQIVKPL
NPNFCFLQCTSAYPLQPEDANLRVIS
EYQKLFPDIPIGYSGHETGIAISVAAV
IALGAKVLERHITLDKTWKGSDHSAS
LEPGELAELVRSVRLVERALGSPTKQ
LLPCEMACNEKLGKSVVAKVKIPAG
TTLTLDMLTVKVGEPKGYPPEDIFNL
IAGKKVLVTIEEDDTVMEESVESHSK
KIKA




