UniprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extlfacellular
ID name sites sites reticulum apparatus membrane region
Q99]85 NPTXR_MOUSE |Mus Neuronal (36.83566 T40 NaN 40885482 MKFLAVLLAAGMLAFLGAVICIIASV [False True 1.117 |3.528 |1.286 1.003 0.58 5.0 1.663
musculus [pentraxin PLAASPARALPGGTDNASAASAAGG
receptor SGPQRSLSALHSAGGSAGPSVLPGE

PAASVFPPPPVPLLSRFLCTPLAAAC
PSGAEQGDAAGERAELLLLQSTAEQ
LRQTALQQEARIRADRDTIRELTGKL
GRCESGLPRGLQDAGPRRDTMADG
IAWDSPALLLELEDAVRALRDRIERIE
QELPARGNLSSAPAPAMPTALHSKM
DELECQLLAKVLALEKERAALSHGS
HQQRQEVEKELNALQGRVAELEHG
SSAYSPPDAFKVSIPIRNNYMYARVR
KALPELYAFTACMCVRSRSGGSGQG
TPFSYSVPGQANEIVLLEAGLEPMEL
LINDKVAQLPLSLKDSNWHHICISW
TTRDGLWSAYQDGELRGSGENLAA
WHPIKPHGILILGQEQDTLGGRFDAT
QAFVGDIAQFNLWDHALTPAQVLG
MANCTGPLMGNVLPWEDKLVEAFG
GAKKAAFDVCKGRAKA




