UniprotKB Entry name |organism full name oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma ext

ID sites sites reticulum |apparatus membrane reg

Q99J99 THTM_MOUSE Mus 3- 30.328585 NaN S35 37453647;39927985;36288343 MAAPQLFRALVSAQWVAEALKAPRS [True False 2.429 |0.328 [4.45 False False False Fal:
musculus |mercaptopyruvate SQPLKLLDASWYLPKLGRDARREFE

sulfurtransferase

ERHIPGAAFFDIDRCSDHTSPYDHM
LPNATHFADYAGSLGVSAATHVVIYD
DSDQGLYSAPRVWWMFRAFGHHSV
SLLDGGFRHWLNQNLPISSGKSHSE
PAEFSAQLDPSFIKTHEDILENLDAR
RFQVVDARAAGRFQGTQPEPRDGIE
PGHIPGSVNIPFTEFLTNEGLEKSPE
EIKRLFKEKKVDLSKPLVATCGSGVT
IACHVVLGAFLCGKSDVPVYDGSWVE
WYMRAQPEHIISEGRGKTQ




