UniprotkB Entry name organism full name oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma ©
ID sites sites reticulum apparatus membrane [r(
Q99]B2 STML2_MOUSE Mus Stomatin-like (37.854937 NaN S17;T124;S330 |22645316;36288343;29187734;374 IMLARAARGTGALLLRGSVQASGRVP |True True 2.324 ([1.211 5.0 0.952 0.746 5.0 0

musculus

protein 2,
mitochondrial

53647;28528544

RRASSGLPRNTVILFVPQQEAWVVE
RMGRFHRILEPGLNVLIPVLDRIRYV
QSLKEIVINVPEQSAVTLDNVTLQID
GVLYLRIMDPYKASYGVEDPEYAVTQ
LAQTTMRSELGKLSLDKVFRERESL
NANIVDAINQAADCWGIRCLRYEIKD
IHVPPRVKESMQMQVEAERRKRATV
LESEGTRESAINVAEGKKQAQILASE
AEKAEQINQAAGEASAVLAKAKAKA
EAIRILAGALTQHNGDAAASLTVAEQ
YVSAFSKLAKDSNTVLLPSNPSDVTS
MVAQAMGVYGALTKAPVPGAQNSS
QSRRDVQATDTSIEELGRVKLS




