}Jl;l iprotKB Entry name |organism [full name |oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular [extracellular |cytosol [nucleus mitochndrion enc:!oplasmlc golgi plasma ex!
sites reticulum apparatus membrane |re(
Q99JF8 PSIP1_MOUSE [Mus PC4 and [26.066638 NaN S102;S105;S106;T115;T122;S129;T |28135057;28528544 MTRDFKPGDLIFAKMKGYPHWPAR [True False 2.807 [4.67 1.449 1.086 1.086 1.551 1.€
musculus [SFRS1- 141;S176;S205;S270;T271;S272;S2 VDEVPDGAVKPPTNKLPIFFFGTHET
interacting 74;5432;T435;5441;S520;T525 IAFLGPKDIFPYSENKEKYGKPNKRK
protein GFNEGLWEIDNNPKVKFSSQQASTK

QSNASSDVEVEEKETNVSKEDTDQE
EKASNEDVTKAVDITTPKAARRGRK
RKAEKQVDTEEAGMVTAATASNVKA
SPKRGRPAATEVKIPKPRGRPKVVKQ
PCPSDGDMVIDEDKSKKKGPEEKQP
KKQLKKEEEGQKEEEKPRKEPDKKE
GKKEVESKRKNLAKPGVTSTSDSED
EDDQEGEKKRKGGRNFQAAHRRN
MLKGQHEKEAGDRKRKQEEQMETE
QQNKDEGKKPEVKKVEKKRETSMD
SRLQRIHAEIKNSLKIDNLDVNRCIE
IALDELASLQVTMQQAQKHTEMITTL
KKIRRFKVSQVIMEKSTMLYNKFKN
MFLVGEGDSVITQVLNKSLAEQRQH
EEANKTKDQGKKGPNKKLEKEPTGT
KSLNGGSDAQESNHPQHNGDSNED
GKDSREASSKTKPPGEEREAEISLKE
STLDN




