UniprotKB Entry name |organism full name [oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extr"acellular

ID sites sites reticulum apparatus membrane region

Q99JP7 GGT7_MOUSE [Mus Glutathione (36.83566 T521;S528(S17;S72;S79;S83 40885482 | MAAENEASQESALGAYSPVDYMSIT |False False 1.26 0.956 |1.146 0.977 0.597 1.341 1.245
musculus |hydrolase 7 SFPRLPEDEPAPAAPLRGRKDEDAFL

GDPDTDPDSFLKSARLQRLPSSSSE
MGSQDGSPLRETRKDPFSAAAAECS
CRQDGLTVIVTACLTFATGVTVALVM
QIYFGDPQIFQQGAVVTDASSCTALG
MEVLSKQGSSVDAAVAAALCLGIVA
PHSSGLGGGGVMLVHDIRRNESHLI
DFRESAPGALREEALQRSWDTKPGL
LVGVPGMVKGLHEAHQLYGRLPWS
QVLAFAAAVAQDGFNVTHDLAHALA
EQLPPNASDRFLDTFLPLGHPPLPG
SLLRRPDLAEVLDILGTSGPAAFYNG
GNLTLEMVAEAQHAGGVITEEDFSN
YSALTEKPVCGVYRGHLVLSPPPPHT
GPALISALNILEGFNLTSLVSREQAL
HWVAETLKIALALASRLGDPVYDSTI
TESMDDMLSKVEAANFRGHISDSQ
AAPAPLLPVYELDGAPTAAQVLVMG
PDDFIVAMVSSLNRPFGSGLLTPSGI
LLNSQMLDFSWPNRTANHSAPSLE
NSVQPGKRPLSFLLPTVVRPAEGLC
GTYLALGANGAARGLSGLTQVLLNV
LTLNRNLSDSLARGRLHPDLQSNLL
QVDSEFTEEEIEFLEARGHHVEKVD
VLSWVHGSRRTNTFIIGVKDPRSPDA
AGATIL




