UniprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi ! extx:ace
ID sites sites reticulum |apparatus membrane fregion
Q99JR1 SFXN1_MOUSE Mus Sideroflexin- [28.299973 NaN NaN 29187734;37453647;33300544 MSGEVPPNINIKEPRWDQSTFIGRA [True False 2.674 [1.386 |5.0 1.1 0.188 1.194 1.044

musculus
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SHFFTVTDPRNILLTNEQLENARKV
VHDYRQGIVPAGLTENELWRAKYAY
DSAFHPDTGEKMTLIGRMSAQVPM
NMTITGCMMTFYRTTPAVLFWQWI
NQSFNAVVNYTNRSGDAPLTVNELG
TAYVSATTGAVATALGLNALTKRVSP
LIGRFVPFAAVAAANCINIPLMRQRE
LKVGIPVTDENGTRLGESTNAAKQAI
TQVVISRILMAAPGMAIPPFIMNTLE
KKAFLKRFPWMSAPIQVTLVGFCLV
FATPLCCALFPQKSSMSVTSLEDEL
QASIQRTHPEIRRVYFNKGL




