UniprotKB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS [sequence intracellular |extracellular (cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl"acellular

ID name sites sites reticulum apparatus membrane region

Q99]74 Q99]Z4 MOUSE [Mus NaN |22.380232 NaN NaN 37507081 MSFIFEWIYNGFSSVLQFLGLYKKSG [False True 3.156 [2.488 [1.179 5.0 5.0 1.347 1.195
musculus KLVFLGLDNAGKTTLLHMLKDDRLG

QHVPTLHPTSEELTIAGMTFTTFDLG
GHEQARRVWKNYLPAINGIVFLVDC
IADHSRLMESKVELNALMTDETISNV
PILILGNKIDRTDAISEEKLREIFGLY
GQTTGKGNVTLKELNARPMEVFMC

SVLKRQGYGEGFRWLSQYID




