
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q99K41 EMIL1_MOUSE Mus
musculus

EMILIN-
1

25.685855 NaN NaN 39627609 MAPRALWSCYLCCLLTIATEAASYPP
RGYSLYTGGTGALSPGGPQAQNSPR
PASRHRNWCAYVVTRTVSCVLEDGV
ETIVKPDYQPCGWGQPHCSRSIMYR
SFLRPRYRVAYKTVTDMEWRCCQGY
GGDDCGEGPASVLGPAPSTPLPRPR
PVRPNLSGSSAGSHLSGLGGEGPVE
SEKVQQLERQVKSLTKELQGLRGVL
QGMNGRLAEDVQRAVDTVFNGRQQ
PADAAARPGVHETLSEIQQQLQLLD
NRVSTHDQELGHLNNHHNGGPGG
GGRASGPVPVPSGPSEELLRQLERQ
LQESCSVCLTGLDGFRQQQQEDRER
LRTLEKLMSSMEERQQQLVGPAMA
RRPPQECCPPELGRRVSELERRLDV
VTGSLTVLSGRRGSELGGAAGQGGH
PPGYTSLASRLSRLEDRFNSTLGPSE
EQEKNWPGGPGRLGHWLPAAPGRL
EKLEGLLANVSRELGGRMDLLEEQV
AGAVRTCGQICSGAPGEQDSRVNEI
LSALERRVLDSEGRLQLVGSGLHEA
EAAGEAQQAVLEGLQGLLSRLRERM
DAQEETAAEILLRLNLTAAQLSQLEG
LLQARGDEGCGACGGVQEELGRLR
DGVERCSCPLLPPRGPGAGPGVGGP
SRGPLDGFSVFGGSSGSALQALQGE
LSEVILTFSSLNDSLHELQTTVEGQG
ADLADLGATKDSIISEINRLQQEATE
HVTESEERFRGLEEGQAQAGQCPSL
EGRLGRLEGVCERLDTVAGGLQGLR
EGLSRHVAGLWAAVRESNSTSLTQA
ALLEKLLGGQAGLGRRLGALNNSLL
LLEDRLQQLSLKDFTGPSGKAGPPG
PPGLQGPSGPAGPPGPPGKDGQQGA
IGPPGPQGEQGAEGAPAAPVPRVAFS
AALSLPRSEPGTVPFDRVLLNDGGYY
DPETGVFTAPLAGRYLLSAVLTGHR
HEKVEAVLSRSNLGVARIDSGGYEP
EGLENKPVAESQPSPGALGVFSLILP
LQVGDTVCIDLVMGQLAHSEEPLTIF
SGALLYEDTELEQV

False True 0.422 0.946 0.469 0.549 0.719 2.634 4.645


