
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q99K67 AASS_MOUSE Mus
musculus

Alpha-
aminoadipic
semialdehyde
synthase,
mitochondrial

23.627151 NaN NaN 37453647 MLRAQRPRLARLRACLSRGLHHKPV
MALRREDVNAWERRAPLAPKHIKGI
TKLGYKVLIQPSNRRAIHDKEYVRAG
GILQEDITEACLILGVKRPPEEKLMS
KKTYAFFSHTIKAQEANMNLLDEVL
KQEIRLIDYEKMVDHRGSRIVAFGQ
WAGVAGMINILHGMGLRLLALGHH
TPFMHLGMAHNYRNSSQAVQAVRD
AGYEISLGLMPKSIGPLTFVFTGTGN
VSKGAQEVFNELPCEYVEPHELREV
SKTGDLRKVYGTVLSRHHHLVRKTD
GVYDPVEYEKYPERYTSRFNTDIAPY
TTCLINGIYWEQNTPRLLTRQDAQSL
LVPVKSSVVPVEGCPELPHKLVAICD
ISADTGGSIDFMTECTTIERPFCMYD
ADQQIIHDSVEGSGILMCSIDNLPAQ
LPIEATEYFGDMLYPYVEEMLLSDAS
QPLESQNFSPVVRDAVITSNGLLTDK
YKYIQKLRESRERIQFLSMSTKKKVL
VLGSGYVSGPVLEYLSRDNNIEITLG
SDMTNQMQQLSKKYNINPVSLTVG
KQEAKLQSLVESQDLVISLLPYVLHP
VVAKACIESRVNMVTASYITPAMKEL
EKSVDDAGITVIGELGLDPGLDHML
AMETIDTAKELGATVESYVSYCGGLP
APEHSDNPLRYKFSWSPVGVLMNI
MQPASYLLNGKVVNVTGGVSFLNSV
TPMDYFPGLNLEGYPNRDSIKYAEIY
GISSAHTLLRGTLRYKGYSKALNGFV
KLGLINREAYPALRPEANPLTWKQLL
CDLVGISRSSPCEKLKEVVFTKLGGD
NTQLEAAEWLGLLGDEQVPQAESIV
DAFSKHLVSKLSYGPEEKDMIVMRD
SFGIRHPSGHLENKTIDLVVYGDFN
GFSAMAKTVGLPTAMAAKMLLDGEI
EAKGLMGPFTKEIYGPILERIKAEGIV
FNTQSTIKL

True False 2.45 1.801 5.0 1.205 0.657 1.141 1.051


