
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q99KD5 UN45A_MOUSE Mus
musculus

Protein
unc-45
homolog
A

25.685855 NaN NaN 39627609 MTVSGPETPEPRPSDPGASSAEQLR
KEGNELFKCGDYEGALTAYTQALSL
GATPQDQAILHRNRAACHLKLEDYS
KAESEASKAIEKDGGDVKALYRRSQ
ALEKLGRLDQAVLDLKRCVSLEPKN
KVFQESLRNIGGQIQEKVRYMSSTD
AKVEQMFQILLDPKEKGTEKKQKAS
QNLVVLAREDAGAEKIFRSNGVQLL
QRLLDTEETDLMLAALRTLVGICSE
HQSRTVATLSVLGTRRVVSILGVENQ
AVSLAACHLLQVIFDALKEGVKKGF
RGKEGAIIVDPARELKVLINSLLELLT
EVGVSGQGRDNALTLLIKMVPRKSP
KDPNNSLTLWVIDQGLKKILEVGGS
LQDAAGELTVTANSRMSASILLSKLF
DDLKCDAERENFHRLCENYIRNWF
EGHGLAGKLRAIQTVSCLLQGPCDA
GNRALELSGVMESVIALCASEREEE
QLVAVEALIHAAGKAKRASFITANGV
SLLKDLYKGSERDSIRIRALVGLCKL
GSAGGTDFSMKQFAEGSTLKLAKQC
RKWLCNDQIDAGTRRWAVEGLAYLT
FDADVKEEFVEDEAALKALFQLSRS
EERSVLFAVGSALVNCTNSYDYEEP
DPKMVELAKYAKQHVPEQHPKDKP
SFVRARVKKLLAAGVVSAMTCMVKT
ESPVLTNSCRELLSRVFLALVEEVED
RGTVVAQGGGKALLPLALEGTDVGQ
TKAAQALAKLTITSNPEMTFPGERIY
EVVRPLVSLLHLSCSGLQNFEALMA
LTNLAGISERLRQKILKEKAVPMIEG
YMFEEHEMIRRAATECMCNLAMSK
EVQDLFEAQGNDRLKLLVLYSGEDD
ELLRRAAAGGLAMLTSMRPALCSRI
PQVTTHWLEILQALLLSPNQELQHR
GTVVVLNMMQSSKEIAGTLMESEVL
EILSVLAKGEESPVTRAAAACLEKAV
EYRLIQPNQDGE

False False 2.958 3.864 0.635 0.693 0.891 1.139 0.539


