
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q99KK7 DPP3_MOUSE Mus
musculus

Dipeptidyl
peptidase
3

34.895382 NaN NaN 40885482;39627609;37453647 MADTQYILPNDIGVSSLDCREAFRLL
SPTERLYAHHLSRAAWYGGLAVLLQ
TSPEAPYIYALLSRLFRAQDPDQLRQ
HALAEGLTEEEYQAFLVYAAGVYSN
MGNYKSFGDTKFVPNLPKDKLGRVI
LGSKAAQQRPEEVRDLWQTCGDLM
FSLEPRLRHLGLGKEGVTTYFSGDC
TMEDAKLAQDFLDSQNLSAYNTRLF
KVVGQEGKSHYEVRLASVLNTDPAL
DSELTSKLKRYEFQGNHFQVTRGDY
APILQKVVEHLEKAKAYAANSHQEQ
MLAQYVESFTQGSIEAHKRGSRFWI
QDKGPIVESYIGFIESYRDPFGSRGE
FEGFVAMVNKAMSAKFERLVASAE
QLLKELPWPLAFEKDKFLTPDFTSL
DVLTFAGSGIPAGINIPNYDDLRQTE
GFKNVSLGNVLAVAYAAKREKLTFL
EEEDKDLYIRWKGPSFDVQVGLHEL
LGHGSGKLFVQDEKGAFNFDKETVI
NPETGEQIQSWYRSGETWDSKFSTI
ASSYEECRAESVGLYLCLNPQVLEIF
GFEGADAEDVIYVNWLNMVRAGLL
ALEFYTPEAANWRQAHMQARFVILR
VLLEAGEGLVTVTPTTGSDGRPDAR
VRLDRSKIRSVGRPALERFLRRLQVL
KSTGDVVAGRALYEGYAAVTDAPPE
CFLTLRDTVLLRKESRKLIVQPNTRL
EGSEVQLVEYEASAAGLIRSFCERFP
EDGPELEEVLIQLAAADARFWRNQA
QEAPPGQA

True False 4.278 2.277 1.581 1.266 0.601 1.323 1.453


