UniprotKB Entry name organism full oglcnacscore oglcnac P h osphorylation PMIDS sequence intracellular extracellular (cytosol [nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane [region
Q99KR6 RNF34_MOUSE Mus E3 39.0459 S155;S167(S169;S258;S260 [35822049;40885482 MKAGATSMWASCCGLLNEVMGTG (True False 3.701 |4.371 1.476 0.925 0.72 4.219 1.881
musculus |ubiquitin- AVRGQQAGFPGSTGPFRFTPSSDFP
protein TYPPAATEGPNIVCKACGLSFSVFRK
ligase KHVCCDCKKDFCSLCSVSQENLRR
RNF34 CSTCHLLQETAFQRPQLMRLKVKDL

RQYLLLRNIPTDTCREKEDLVDLVLC
HRGLGSGDDLDSSSLNSSRSQTSSF
FTQSLFSNYTPPSATVSSFQGELMD
RDGAFRSEVLAQVQSEIASANTDDD
DDDDDDDDDDEDDDDEQEEEEQN
PGLSKKKARASLSDLSSLEEVEGMS
VRQLKEILARNFVNYSGCCEKWELV
EKVNRLYKENEENQKSYGERMQLQ
DEEDDSLCRICMDAVIDCVLLECGH
MVTCTKCGKRMSECPICRQYVVRAV
HVFKS




