UniprotKB Entry name lorganism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em.ioplasmlc golgi plas
ID name sites reticulum apparatus mei1
Q99LD8 DDAH2_MOUSE Mus Putative [44.206548 S162;S167;T256;S261 |NaN 22645316;40885482;36852467;375 |MGTPGEGLGRCSHALIRGVPESLAS |False False 2.933 [2.652 [3.785 1.478 0.768 1.8¢
musculus |hydrolase 07081;40021952;28135057 GEGAGAGLPALDLAKAQREHGVLGG
DDAH2 KLRQRLGLQLLELPPEESLPLGPLLG

DTAVIQGDTALITRPWSPARRPEVDG
VRKALQDLGLRIVEMGDENATLDGT
DVLFTGREFFVGLSKWTNHRGAEIV
ADTFRDFAVSTVPVSGSSHLRGLCG
MGGPRTVVAGSSEAAQKAVRAMAA
LTDHPYASLTLPDDAASDCLFLRPGL
PGATPFLLHRGGGDLPNSQEALQKL
SDVTLVPVSCSELEKAGAGLSSLCLV
LSTRPHC




